Elementos Transponibles :

- Retrotransposones (usan un intermediario de ARN
para generar la copia)

- Transposones de ADN
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Transposable elements in the human genome

SINE

LINE

LTR retroelements

DNA transposons
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MIR
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LINE-1
LINE-2
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Ds1 TIR l_l_l TIR ~400 bp
Ds2 L L— B ~1400 bp
Dsl3 TIR |_|_Wl_l TIR ~4000 bp
Dsl4 LY T— ~900 bp

TIR terminal inverted repeats subterminal region intron | filler

Structure of different types of Ds elements compared with Ac. Acis 4565-bp long and encodes a 5-
exon transposase. Ds1 elements are the shortest and share little in common with Ac. Ds2 elements have
~200 bp of the Ac subterminal region at each end. Ds-/3 elements carry sequences corresponding to parts
of exons 2 and 3 of the Ac transposase and are the longest Ds elements, on average. Ds-/4 elements have
a modal length of about 1 kb and share with Ac only about 30 bp at either end.
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Fluorescence in situ hybridization (2005) of fluorescein
isothiocyanate-labeled hobo DNA and Cy3-labeled mdg1
DNA on the salivary gland polytene chromosomes from
y cn bw sp strain. Black arrows show chromosome

gray arrows show mdgl hybridization sites.




Transposones bacterianos

(A) Insertion sequence

ITR Transposase ITR
L Tl ~0.3kb

(B) Composite transposon
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(C) Tn3-type transposon
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Un plasmido R puede contener varios
transposones portadores de genes de resistencia

Segmento determinante
de las resistencias




Factor F: Conjugacién bacteriana:

/ \po.

Pil Genes govemning the
synthesis of the pili and other
surface structures that prevent
F+ x F+ mating.

Genes allowing host replication
of the plasmid and goveming
copy number, and other functions.

attP Attachment site for
the ssDNA polymerase
showing polarity

Structural gene goveming
the synthesis of the ssDNA
polymerase

X Cross-over area and its
recombinase gene(s)

Ori F The beginning point of sSDNA
synthesis showing the direction
travelled by the polymerase.
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